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Scalable Production and Isolation of Extracellular Vesicles:
Available Sources and Lessons from Current Industrial
Bioprocesses
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Potential applications of extracellular vesicles (EVs) are attracting increasing
interest in the fields of medicine, cosmetics, and nutrition. However, the
manufacturing of EVs is currently characterized by low yields. This limitation
severely hampers progress in research at the laboratory and clinical scales, as well
as the realization of successful and cost‐effective EV‐based products. Moreover, the
high level of heterogeneity of EVs further complicates reproducible manufacturing
on a large scale. In this review, possible directions toward the scalable production
of EVs are discussed. In particular, two strategies are considered: i) the
optimization of upstream unit operations and ii) the exploitation of well‐established
and mature technologies already in use in other industrial bioprocesses.

1. Introduction

Extracellular vesicles (EVs) have been shown to transfer biomole-
cules such as lipids, proteins, and RNAs to other cells, distal

organs, and even to other organisms.[1–3]

Flourishing EV research can potentially
open many new possibilities in the fields
of medicine, cosmetics, and nutrition.[4] For
instance, EVs have the potential to naturally
perform cell‐specific drug release.[5] This
feature would allow us to overcome the
limitations of existing commercial lipo-
some‐based formulations,[6] which still do
not exhibit this specificity.[7] The specificity
and selectivity of EVs arise largely from the
incredibly rich EV biocargo that include
different biomolecules such as surface
proteins, RNAs, and lipids, which cooperate
to target and deliver biomolecules to specific
cells in a selective way.[4] The type of

encoded message depends on the cell releasing the EV. For
instance, stem cells release EVs to stimulate tissue regeneration[2],
while dendritic cells produce EVs to regulate immune responses.[8]

In addition to functional biology, the release of EVs can also be
associated with pathology. For instance, EVs containing amyloid‐
β‐derived‐peptides can contribute to the progress of Alzheimer’s
disease[9] and, in the case of certain cancer cells, EVs can even
induce metastasis.[10] This feature makes EVs key players in
several physiological and pathological processes and attractive
candidates for many therapeutic applications.[2,8,11] Being naturally
present in every living organism, endogenous EVs at physiological
concentrations are also intrinsically characterized by low toxicity,
high stability, biocompatibility, and permeability to biological
barriers.[5,12,13] Hence, increasing research efforts have been
devoted to evaluate the outstanding potential of EVs as therapeutic
agents,[2,14] diagnostic tools for liquid biopsy,[11,15] and delivery
systems for drugs,[5,12,13,16] cosmetics,[13] or nutraceuticals.[17]

Despite the vast interest in EV‐based technologies,[18,19] the
clinical translation of EVs is still in its infancy[20] and the
knowledge of the underlying mechanisms of EV biogenesis is
still very limited.[19,21] It is emerging that cells can produce
vesicles through different mechanisms that still require full
elucidation. Moreover, cells release a heterogeneous mixture of
EVs whose composition is highly sensitive to the operating
parameters.[2,4,22,23] Yet, the accurate control of EV properties
and composition is essential for their final function.[24]

One of the most severe bottlenecks of the progress in the
field is the typical low EV yield.[25,26] A liter of conditioned
culturing media yields approximately 109–1011 EVs, an amount
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that is typically sufficient only for one single test in mice
models.[25] These low EV yields severely limit laboratory‐scale
experiments and clinical trials, making the transfer of EV‐based
treatment to humans even more difficult.

The goal of this review is to investigate the directions in
which research in the field of scalable EV production is moving
and to ascertain whether approaches previously followed in
other bioprocesses (e.g., stem cells, liposomes, and therapeutic
protein production) can be exploited to advance the production
of these novel therapeutics. After a brief summary of the state‐
of‐the‐art, we will discuss the progress in both upstream and
downstream processing.

2. State‐of‐the‐Art of EV Production

To date, most EVs have been produced from human cells
cultured in T‐flasks and purified by ultracentrifugation (UC)‐
based methods.[19,27] These processes have severe limitations in
both the upstream and downstream: in the former, the current
culturing conditions considerably limit the EV produc-
tion,[13,25,28–30] while in the latter the laborious procedures
complicate the large‐scale production.[27,29,31,32] UC‐based
workflows are the most common isolation methods since they
enable the recovery of relatively high EV yields at the laboratory
scale, especially when compared to alternative methods, such as
ultrafiltration (UF), size‐exclusion chromatography (SEC),
immunoaffinity capture, and polymer precipitation.[24,33–35]

However, the implementation of UC on a large scale is
challenging because of several reasons: i) it requires large and
heavy rotors that demand a consistent amount of electrical
power to be operated;[26] ii) being a batch process, it has several
dead times that reduce the overall productivity;[32,35,36] iii) it
often copurifies contaminants; iv) it involves high shear forces,
causing aggregation and rupture of EVs;[35,37] v) the composi-
tion of the isolated EV mixture is highly sensitive to a variety of
experimental settings such as tube type and rotor type, leading
to low consistency of EV mixtures obtained with different
ultracentrifuges.[19,26,36,38]

To increase the production yield of reproducible EV
mixtures, the current production process requires extensive
optimization. Table 1 summarizes the recent progress in the
development of a scalable process to produce EVs in
compliance with good manufacturing practices
(GMP),[25,39,40,43,44] and the yield improvements achieved by
changing the EV source, bioreactor systems, or purification
techniques.[28,41,42,45,47,49–51] These advances are discussed in
detail in the following sections of this review.

3. Methods for Improvement of
Upstream EV Yield

3.1. Choice of the EV Biological Source

The functions of EVs are strictly correlated to the cell
phenotype.[2,14,52] As a consequence, different applications
require EVs from different cells and, therefore, the field of
EVs cannot rely on a single cell line. This is an important
difference compared to the production of monoclonal

antibodies (mAbs), for instance, where Chinese hamster ovary
(CHO) cells have been chosen as the standard protein
expression system thanks to their immortality, their ease of
handling, and their rapid growth under standard culture
conditions.[53,54]

To date, EVs have been recovered from various sources, as
depicted in Figure 1. Most EVs are produced from different types
of human cells, including stem cells, dendritic cells, mast cells,
macrophages, epithelial cells, and cancer cells.[2,4,14] However,
the cultivation of human cells can be challenging to upscale for
several reasons. First, these cells stop dividing after repeated
subculturing as they undergo the process of senescence. To
overcome this issue, either new cells are obtained from the donor
to prepare a new culture, which makes the process time‐
consuming and susceptible to variability, or the cells must be
immortalized.[55] Secondly, many human cells are adherent,
meaning that they grow as monolayers on a substratum and they
stop dividing once they reach confluence.[30] As a result, the
maximum number of cells per culture is limited by the surface
area available for their growth. Thirdly, the cultivation of stem
cells is challenged by their inherent potential to differentiate into
various cell types during expansion, hence potentially releasing a
mixture of EVs with unpredictable properties.[56] This additional
hindrance is reflected in the number of studies on human EVs
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that reached clinical trials. In fact, while mesenchymal stem cells
(MSCs) are currently the most prolific cell source of EVs[29] and
the applications of MSC EVs are among the most studied and
promising, only four clinical trials out of a hundred involve
MSCs.[57,58]

These issues motivated researchers to explore alternative EV
sources, in particular, food such as bovine milk[49] and plants,[59–62]

which have the main advantage of being easily accessible, cost‐
effective, and scalable.[49,63] Since they are common components
of our diet, milk and plants are also considered biocompatible and
safe sources of vesicles.[49,50,63–65] Due to their nature, food‐derived
vesicles could be advantageous to deliver bioactive compounds for
nutritional benefits upon ingestion[66] and promise to open new
opportunities for research in food nanotechnology.[50,64] Indeed,
their potential as selective drug‐delivery vehicles is being

investigated[49,63,67,68] and tested in two different clinical trials
(NCT01294072 and NCT01668849) related to grape‐derived
nanovesicles. To date, milk‐derived EVs have been shown to
selectively interact with macrophages,[66] while plant‐derived
vesicles interact with intestinal stem cells[50] and are able to cross
the blood–brain barrier.[69] It is important to note, however, that
the safety of these materials still requires validation for each
individual case. For instance, in a recent study, Maji et al.[70]

performed in vitro toxicological experiments and observed that
EVs derived from bovine milk caused adverse effects, such as
enhancement of platelet aggregation, reduction of the macrophage
phagocytosis, and transfer of bacterial endotoxins derived from the
exogenous source.

In parallel to food‐derived vesicles, bacterial EVs are explored
as promising tools for novel vaccine designs, given their

Table 1. Current processes for scalable EV production and improved EV yield.

EV source Application

Upstream reactor

system Downstream unit operations Yield Reference

Bovine milk Drug delivery — Sequential centrifugation; 335± 48mg particles Lmilk
−1 [39]

UC

Grapes juice Protection from colitis — Sequential centrifugation; — [40]

sucrose gradient centrifugation

Epithelial cells (ECs) Therapeutic vascularization Tubular perfusion

bioreactor

Sequential centrifugation; 14‐Fold increasea) [41]

UC;

sterile filtration

HEK293 Drug delivery HFBR Sequential centrifugation; centrifugal

filtration; dialfiltration;

5‐fold increasea) [42]

UC

MSCs Regenerative medicine 3D cell culture with

shaking

Sequential centrifugation 100‐Fold increasea) [28]

Umbilical cord‐MSCs RNA delivery to neurons Stirred‐tank
bioreactor

TFF 140‐Fold increaseb) [25]

HEK293 Targeted cancer

immunotherapy

HFBR Sequential centrifugation; 0.6mg LCC
−1 [39]

filtration;

TFF;

SEC

MSCs Therapeutics for acute spinal

cord injury

Large‐scale culturing

flasks

Prefiltration; — [28]

TFF

Cardiac progenitor

cells (CPCs)

Cardiac repair High‐yield culturing

flasks

Prefiltration; 2.9 × 1013 Particles/5.9 × 108 cells [43]

TFF;

diafiltration;

sterilizing filtration

MSCs Regenerative medicine Flasks UF — [44]

Dendritic cells (DCs) Immunotherapy Flasks Prefiltration; — [45]

UF;

diafiltration; sterilizing filtration

Natural killer

cells (NKs)

Immunotherapy Flasks Filtration; precipitation with PEG; 2 x 1011 Particles LCC
−1 [46]

dialysis

MSCs Regenerative medicine Plates Centrifugation; — [47,48]

filtration;

AIEX

a)Compared to 2D flask culturing;
b)Compared to 2D flask culturing combined with isolation by UC.
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cost‐effective and scalable production and their ability to
activate the innate immune response by presenting their
natural surface ligands to the pathogen‐recognition receptors
of immune cells.[71–73] In particular, Zhang et al.[74] showed that
these vesicles can increase the production of antibodies with
respect to individual antigens, thus demonstrating the conve-
nience of this vaccine formulation. Moreover, bacteria can be
easily genetically modified, allowing to refine the functionality
of EVs and to produce novel recombinant vaccines to tackle the
issue of antibiotic resistance.[71,75] However, despite these
potentials, bovine and bacterial EVs and plant‐derived vesicles
cannot substitute human EVs in all applications. Hence, they
cannot solve completely the problem of low EV productivity.

3.2. Optimization of Upstream Processing Conditions

To increase EV productivity, in parallel with the selection of the
most suitable biological source, it is crucial to optimize the
upstream conditions, such as the composition of the cell
culturing medium and the bioreactor setup. These improve-
ments can lead to dramatic increases in the bioproduct yields,
as demonstrated in the context of mAbs, in which the
improvements in the upstream processing led to a 10–100‐fold
increase in the titer.[53]

Different bioreactor systems have been tested to scale up the EV
production, directly transferring the advancements developed in
the field of stem cell expansion.[76–79] The simplest scale‐up
approach relies on the substitution of single‐layer T‐flasks with
multilayered cell culture flasks[40,43] to provide a larger surface area
for cell expansion. Despite its easy application, the homogeneity of
the culturing conditions is difficult to monitor and, at large scales,
the batch‐operations increase processing times and promote
batch‐to‐batch variability.[79]

Hollow fiber bioreactors (HFBRs) have increasingly been
implemented for EV production.[29,39,41,42] In these dynamic
setups, cells are expanded on cylindrical hollow fibers, which
can host 100‐fold more cells than common T‐flasks,[29] and are
constantly supplied with nutrients and deprived of waste
material by circulating fresh medium in the fibers. This
bioreactor avoids contamination of the produced EVs with
exogenous EVs present in the fetal bovine serum (FBS), a
common component of culturing media, by keeping the two
mixtures constantly separated with a filter.[29] Two applications
of this system yielded tenfold[29] and 40‐fold[42] more EVs than
conventional flask‐based culturing methods.

Harastzi et al.[25] explored the possibility to use a stirred‐tank
bioreactor, the current system of choice for MSC cultivation. In
this setup, cells are cultivated on microcarriers, typically of
spherical shape, which provide a high surface area to volume
ratio for cell growth.[78] Impellers are used to enhance mixing
and maintain homogeneous culture conditions that can be
easily monitored and controlled.[77] This configuration led to a
140‐fold increase in the produced EVs.[25]

Lastly, Cha and colleagues investigated the benefits of
growing MSCs as spheroidal aggregates rather than as sheets
on supporting surfaces.[28] In MSC‐aggregates the innate
properties of MSC are highly preserved thanks to the creation
of an in vivo‐like microenvironment. Hence, these cell
culturing methods could significantly enhance MSC expansion
and consequent EV production.[28] A 100‐fold EV‐yield increase
was observed compared to that obtained in a common 2D static
culture.[28]

These mature technologies represent an ideal starting point
for cell‐based EV production.[76] However, it has been observed
that cells respond to alterations of culturing conditions such as
culturing time, cell confluence, passage number, and cell
adherence, as well as to mechanical and physical stresses linked
to the bioreactor design[80] and to chemical stimuli. Cultivation
parameters and their effects on EV production are reported in
Table 2. It has been observed that cells produce more EVs upon
stimulation, but the biological mechanisms underlying this
response are yet unknown. The hypothesis that cells release
EVs with different properties and functions under different
culturing conditions still needs deeper investigation.[29] Hence,
research in this direction is crucial to provide useful tools to
better understand EV biogenesis mechanisms and optimize
upstream processes.

4. Development of Scalable EV Purification
Processes

In addition to upstream units, downstream processes in EV
production also require drastic improvements. Ideally, the
downstream process should consist of unit operations that are
able to isolate EVs with high yield and purity while preserving
the EV quality, i.e., its structure and activity. Additionally, the
unit operations should be simple, easy to use, reproducible, and
adaptable to the purification of EVs with different properties.
Lastly, to be applied at a larger scale, the EV isolation method
should be scalable, cost‐effective, and enable high‐throughput
processing.

Figure 1. Most common sources of therapeutic vesicles and the corre-
sponding productivity.
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In this context, mature technologies are readily available
since they have been previously optimized for other industrial
bioproducts that share structural similarities with EVs. For
instance, the field of EVs could benefit from orthogonal
techniques from both the liposome and the therapeutic proteins
field, as shown in Figure 2. This approach could yield a
purification protocol similar to the one used for viral vectors,
which exhibit similar attributes of EVs in terms of size,
biomembrane and the presence of surface proteins including
glycoproteins. In this process, mandatory purity is achieved by
combining chromatography with filtration techniques. Specifi-
cally, after cell lysis, clarification, DNA digestion, and virus
inactivation, viral vectors are purified by ion exchange
chromatography (IEX), concentrated by UF, dialyzed, further
purified by SEC, newly concentrated by UF, and finally dialyzed
before storage.[91]

To date, several techniques have been tested to replace UC
for EV isolation and to optimize the recovery of intact EVs with
constant purity both in small‐ and large‐scale processes. One
important example is tangential flow filtration (TFF), which has
been increasingly applied in the field.[25,39,40,43,44] In this
technique, two streams flow tangentially to a tubular filter
membrane, which allows the passage of particles smaller than
the pore size from the feed stream into the permeate stream,
while it retains larger objects in the retentate stream.
Depending on the choice of the pore size, this strategy can be
applied to isolate the desired product from larger particles by
allowing it to diffuse into the permeate stream or to purify the
target product from smaller impurities when it is maintained in

the retentate stream. Moreover, the same configuration can be
applied for buffer exchange or for product concentration in the
retentate stream.[92] This flexibility, together with the short
processing times, the scalability, and the adaptability to
continuous operation, established TFF as the standard purifica-
tion method for liposome production. These strengths make
TFF also an advantageous unit operation for the large‐scale
production of EVs, considering their comparable lipid bilayer
membranes and structures.[92–95] Moreover, the results obtained
by Dimov and coworkers demonstrated that the shear stress on
the filter does not alter the integrity of liposomes at optimal
operational conditions, thus offering a gentler purification
method in comparison with UC.[94,96] However, despite the
high purification yield of intact vesicles, TFF provides EVs with
lower purity than UC.[31] The large amount of coisolated
proteins and lipid impurities demand a further purification step
that would negatively impact the processing time and overall
yield.[31] Nevertheless, filtration processes were identified as the
most versatile and cost‐effective EV isolation methods for
scale up.[26]

To achieve a greater EV purity compared to UC and TFF,
Watson et al.[39] coupled TFF with SEC. The additional
chromatographic step enabled more efficient removal of several
protein contaminants and yielded a similar amount of EVs
compared to UC. Additionally, the protocol isolated bioactive
EVs without altering their size, morphology, and protein
content. However, SEC throughput is intrinsically limited by
the column volume. Thus, a preconcentration step is usually
necessary to purify large volumes of conditioned media.

Table 2. Impact of cell culture parameters, mechanical stresses, physical stresses, and media composition on EV production.

Type Parameter EV source Effect Reference

Cell culture Cell confluence MSCs Altered expression of various genes [27,80,81]

Cancer cells Decrease in EV production with higher cell confluence [30]

Culturing time DCs Increase in EV production in time until a plateau at day 7 [29,45]

Cell passage MSCs Increase in EV production at high cell passages, but decrease in EV

bioactivity

[80]

Cell detachment Adherent cancer cells Increase in EV production upon cell detachment [30,82]

Mechanical and

physical stresses

Shear stress MSCs Cell phenotypic alterations; changes in EV characteristics [27,56,80]

Microbubbles‐assisted
ultrasound

FaDu cells Increase in EV production upon exposure to microbubbles‐assisted
ultrasound

[83]

Aeration Cancer cells Increase in EV production under hypoxic conditions [29,30,84]

Light exposure Cancer cells Increase in EV production upon incubation with a photosensitizer and

exposure to light

[29,85]

Media composition FBS content Neuroblastoma Increase in EV production under serum‐free conditions [27,30,86]

pH HEK293 Increase in EV production under acidic conditions; no EV production under

alkaline conditions

[29,87]

Liposomes Cancer cells Increase in EV production upon addition of cationic liposomes; inhibition of

EV production upon release of pegylated EVs; effect dependent on dose,

surface charge, membrane fluidity, PEG modification and cancer cell type.

[88]

Calcium Neurons Increase in EV production in presence of ionomycin [29,88,89]

Oxidative stress Mouse mast cells Increase in EV production upon exposure to hydrogen peroxide [29,90]

Chemotherapy treatment Cancer cells Increase in EV production after treatment with doxorubicin [29,85]
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Moreover, SEC tends to dilute samples, which then need to be
subsequently concentrated.[93,96,97] This additional step further
increases EV losses and the possibility of introducing environ-
mental contaminants,[31] thus possibly limiting the use of SEC
for EV purification.

Both TFF and SEC are scalable and GMP‐compatible
techniques,[39] but they need to be coupled with additional
purification steps since they cannot separate EVs from
contaminants with overlapping sizes, such as bovine serum‐
EVs, protein aggregates, and lipid particles.[27,98] In particular,
bovine serum‐EVs are undistinguishable from the produced
EVs and have unspecified properties. Therefore, some efforts
are currently focusing on using EV‐free serum in media
preparations or serum‐free media to avoid unexpected func-
tional variations of the EV mixtures induced by the presence of
exogenous EVs.[86] In contrast, protein aggregates and lipid
particles differ from EVs in terms of surface charge and
chemical properties, which can be exploited for their removal
through other purification techniques.

Among the methods based on affinity interactions, poly-
ethylene glycol (PEG) precipitation was applied by Jong et al.[51]

for large‐scale isolation of EVs. They managed to process

volumes of conditioned media up to 5 L and to isolate amounts
of EVs comparable to UC. However, the team of Gámez‐Valero
showed that this method interfered with the structure,
composition, and functionality of EVs and it yielded EVs
samples richer in plasmatic proteins with respect to SEC due to
the coprecipitation of many impurities.[99] Ghosh et al.[100]

developed synthetic peptides to specifically precipitate EVs
through their interaction with heat‐shock proteins. However,
independently of the employed precipitation additive, the
scalability of this method is intrinsically hampered by the need
to remove the additive after EV isolation with further
purification steps, reducing significantly the yields and cost‐
effectiveness.[26]

Anion exchange chromatography (AIEX) is currently attract-
ing increasing attention in the field as an alternative at both
large[100] and small scales,[31,48,101] as it is already a well‐
established technique for the isolation of proteins[102] and viral
vectors.[91,103] The interactions between the negative charges on
the EV membrane and the positively charged stationary phase
retain the vesicles inside the chromatographic column. Elution
can be easily induced by increasing the ionic strength of the fed
buffer. Heath and colleagues reported that this technique

Figure 2. Flow diagrams of the typical platform purification process for mAbs (left column), liposomes (right column), and EVs from the culture
supernatant and other highly diluted media (central column). The unit operations used for mAbs and liposomes can be potentially applied in the
downstream processing of EVs as indicated by the color code (yellow for mAbs, blue for liposomes). IEX and HIC stand for ion exchange and
hydrophobic interaction chromatography, respectively.
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purified EVs more quickly and easily than UC and with greater
purity and quality than TFF. It was also found that FBS‐derived
proteins, such as bovine serum albumin (BSA) and apolipo-
protein A, were efficiently removed with this method.[31]

Additionally, a macroporous monolithic stationary phase
allowed to operate at flow rates up to 10 mL min‐1,
demonstrating the potential to overcome the throughput
limitations of chromatography resins previously documented
for other biopharmaceutical processes.[31,104,105]

Affinity chromatography (AC) has only recently been applied
for purifying EVs[106–108] and only preliminary results have been
achieved until now. This method relies on specific reversible
interactions between an immobilized ligand and a surface
molecule of EVs. To date, different affinity approaches have
been exploited for EV isolation,[106,109–113] most of them in
combination with small‐scale substrates, such as magnetic
beads, microfluidic chips, plastic plates, cellulose filters,
membrane affinity filters, or porous monolithic silica micro-
tips.[32,35,106,109,111,112,114,115] Hung et al.[107] recently attempted
to purify EVs with a commercial anti‐FLAG affinity gel, but they
obtained a low EV recovery, possibly because of the small
portion of the functionalized surface area that could be accessed
by EVs within the nanoporous beads. Even though AC is
commonly used to selectively isolate products in a variety of
bioprocesses,[102] none of these approaches have yielded pure
EVs due to the knowledge gaps regarding specific surface
biomarkers of EVs. Thus, in the current state‐of‐the‐art, this
technique can only yield enriched and concentrated EV
mixtures rather than pure preparations.[19] Efforts should be
directed towards the identification of specific EV biomarkers,
the development of protocols with elution conditions that do
not deteriorate the EV quality, and the design of macroporous
stationary phases and membranes that are both compatible
with EVs and easy to functionalize.

Currently, none of the methods documented in the present
review can be used alone to efficiently isolate purified EVs. Even
though multistep downstream processes are industrially
applied, a purification protocol that relies on a single operation
would be clearly preferable since every step affects the yield, the
processing time, and the costs.[31] To pursue this goal, Corso
et al.[36] combined bind‐elution and SEC, thus moving towards
the direction of mixed‐mode chromatography. In their setup,
proteins and impurities smaller than 700 kDa were captured in
the pores of the stationary phase by positively charged
octylamine ligands,[108] whereas larger particles like EVs flowed
through the column without interacting.[36] Despite improved
purification, this approach still requires a concentration step
prior to the SEC column loading.[36]

5. Storage and Stability

Storage conditions represent an additional factor that can impact
the amount and the quality of EVs both for research and for
industrialization. The use of siliconized vessels throughout
purification and storage is recommended to prevent adherence
and loss of EVs to surfaces.[33] Typically, EVs are stored in
phosphate‐buffered saline.[33] Storage at −80 °C is currently the
most commonly adopted method[33] since freezing does not
impact EV characteristics, while storage at 4 °C causes EV damage

and aggregation.[116–118] However, Lőrincz et al.[117] have shown
that EVs can lose some functional properties at −80 °C, even if
they do not change in number and morphology. Freeze/thaw
cycles should be minimized,[33] although it has been reported that
EVs are relatively stable after several cycles.[33,119] In this context,
cryoprotectants such as trehalose, already used for labile proteins,
vaccines, and liposomes, appear to have a positive impact on
EVs.[120] Additionally, Frank et al.[121] reported that freeze‐drying
does not significantly impact the size and particle number of
MSC‐derived EVs and that, upon addition of cryoprotecting
sugars, the enzymes in the lyophilized EVs have comparable
activity to the ones in EVs stored at −80 °C.

However, in analogy with other aspects of EV bioprocessing,
also the optimization of storage conditions and their impact on
EV characteristics still require further research, which, in turn,
demands larger amounts of available EVs.[122]

6. Conclusions

The inherent nature of EVs as vehicles for intercellular
communication has huge potential for exploitation in numer-
ous applications, ranging from therapeutics and drug delivery
to cosmetics.[2,8,11,13,14] However, the advancements in this
emerging field are severely hampered by low production yields,
which currently represent one of the most crucial bottlenecks in
the EV field and emphasize the need for more efficient
upstream and downstream operations.

One promising direction is the exploitation of accessible and
scalable sources of EVs such as bovine milk, plants, or bacteria,
which avoid issues related to human cell cultivation. A second
attractive route to accelerate the development of a standardized
EV production is the implementation of mature technologies
that have been developed for other industrial bioprocesses. In
particular, bioreactors for stem cell expansion have been applied
to upstream operations, while filtration techniques for liposome
isolation and chromatographic methods have been successfully
utilized for downstream processes.

The implementation of such approaches is already leading to
significant yield improvements. However, the numerous uncer-
tainties regarding EV biology, i.e., their biogenesis, their specific
composition, and their susceptibility to environmental conditions
complicate the control of the final properties of EVs.

To improve sample reproducibility, we believe that it is
crucial to increase our fundamental understanding of how the
physicochemical properties and functions of EVs change as a
function of i) cell growth conditions; ii) isolation methods; and
iii) purification scales. A first urgent step in this direction is the
standardization of characterization techniques for EVs, capable
of simultaneously monitoring both physical and biochemical
properties with high throughput. In this context, in analogy
with analytics for therapeutic proteins,[123,124] microfluidic
technology is emerging as an attractive platform for the
characterization of EVs.[125,126]

Acknowledgements
The authors acknowledge financial support from the VES4US project
funded by the H2020‐EU.1.2.1‐FET Open programme via the Grant
agreement 801338.

www.advancedsciencenews.com www.biotechnology-journal.com

Biotechnol. J. 2019, 1800528 1800528 (7 of 10) © 2019 The Authors. Biotechnology Journal Published by Wiley‐VCH Verlag GmbH & Co. KGaA, Weinheim



Conflict of Interest
The authors declare no conflict of interest.

Keywords
extracellular vesicles (EVs), production, manufacturing, large scale,
isolation

Received: March 31, 2019
Revised: May 20, 2019

Published online:

[1] M. Yáñez‐Mó, P. R.‐M. Siljander, Z. Andreu, A. Bedina Zavec,
F. E. Borràs, E. I. Buzas, K. Buzas, E. Casal, F. Cappello, J. Carvalho,
E. Colás, A. Cordeiro‐da Silva, S. Fais, J. M. Falcon‐Perez,
I. M. Ghobrial, B. Giebel, M. Gimona, M. Graner, I. Gursel,
M. Gursel, N. H. H. Heegaard, A. Hendrix, P. Kierulf, K. Kokubun,
M. Kosanovic, V. Kralj‐Iglic, E.‐M. Krämer‐Albers, S. Laitinen,
C. Lässer, T. Lener, E. Ligeti, A. Linē, G. Lipps, A. Llorente,
J. Lötvall, M. Manček‐Keber, et al., J. Extracell. Vesicles 2015, 4, 27066.

[2] S. El Andaloussi, I. Mäger, X. O. Breakefield, M. J. A. Wood, Nat.
Rev. Drug. Discovery 2013, 12, 347.

[3] R. P. Soares, P. Xander, A. O. Costa, A. Marcilla, A. Menezes‐Neto,
H. Del portillo, K. Witwer, M. Wauben, E. Nolte‐`t hoen, M. Olivier,
M. F. Criado, L. L. P. Da silva, M. M. Abdel baqui, S. Schenkman,
W. Colli, M. J. M. Alves, K. S. Ferreira, R. Puccia, P. Nejsum,
K. Riesbeck, A. Stensballe, E. P. Hansen, L. M. Jaular, R. Øvstebø,
L. De lacanal, P. Bergese, V. Pereira‐Chioccola, M. W. Pfaffl, J. Fritz,
Y. S. Gho, A. C. Torrecilhas, J. Extracell. Vesicles 2017, 6, 1407213.

[4] G. Raposo, W. Stoorvogel, J. Cell Biol. 2013, 200, 373.
[5] M. W. Tibbitt, J. E. Dahlman, R. Langer, J. Am. Chem. Soc. 2016,

138, 704.
[6] U. Bulbake, S. Doppalapudi, N. Kommineni, W. Khan, Pharma-

ceutics 2017, 9, 12.
[7] R. Van DerMeel, M. H. A. M. Fens, P. Vader, W. W. VanSolinge,

O. Eniola‐Adefeso, R. M. Schiffelers, J. Controlled Release 2014,
195, 72.

[8] P. D. Robbins, A. E. Morelli, Nat. Rev. Immunol. 2014, 14, 195.
[9] A. M. Deleo, T. Ikezu, J. Neuroimmune Pharmacol. 2018, 13, 292.
[10] X. Li, Y. Wang, Q. Wang, Y. Liu, W. Bao, S. Wu, Cancer Lett. 2018,

435, 55.
[11] L. Barile, G. Vassalli, Pharmacol. Ther. 2017, 174, 63.
[12] D. Xitong, Z. Xiaorong, Gene 2016, 575, 377.
[13] S. Manandhar, V. K. Kothandan, J. Oh, S. H. Yoo, J. Hwang,

S. R. Hwang, J. Pharm. Invest. 2018, 48, 617.
[14] B. György, M. E. Hung, X. O. Breakefield, J. N. Leonard, Annu. Rev.

Pharmacol. Toxicol. 2015, 55, 439.
[15] Z. Andreu, R. Otta Oshiro, A. Redruello, S. López‐Martín,

C. Gutiérrez‐Vázquez, E. Morato, A. I. Marina, C. Olivier Gómez,
M. Yáñez‐Mó, Eur. J. Pharm. Sci. 2017, 98, 70.

[16] X. C. Jiang, J. Q. Gao, Int. J. Pharm. 2017, 521, 167.
[17] J. Mu, X. Zhuang, Q. Wang, H. Jiang, Z.‐B. Deng, B. Wang,

L. Zhang, S. Kakar, Y. Jun, D. Miller, H.‐G. Zhang, Mol. Nutr. Food
Res. 2014, 58, 1561.

[18] F. A. W. Coumans, A. R. Brisson, E. I. Buzas, F. Dignat‐George,
E. E. E. Drees, S. El‐Andaloussi, C. Emanueli, A. Gasecka,
A. Hendrix, A. F. Hill, R. Lacroix, Y. Lee, T. G. VanLeeuwen,
N. Mackman, I. Mäger, J. P. Nolan, E. Van DerPol, D. M. Pegtel,
S. Sahoo, P. R. M. Siljander, G. Sturk, O. DeWever, R. Nieuwland,
Circ. Res. 2017, 120, 1632.

[19] C. Théry, K. W. Witwer, E. Aikawa, M. J. Alcaraz, J. D. Anderson,
R. Andriantsitohaina, A. Antoniou, T. Arab, F. Archer,
G. K. Atkin‐smith, D. C. Ayre, M. Bach, D. Bachurski,

H. Baharvand, L. Balaj, N. N. Bauer, A. A. Baxter, M. Bebawy,
C. Beckham, A. B. Zavec, A. Benmoussa, A. C. Berardi,
E. Bielska, C. Blenkiron, S. Bobis‐wozowicz, E. Boilard,
W. Boireau, A. Bongiovanni, F. E. Borràs, S. Bosch,
C. M. Boulanger, X. Breakefield, A. M. Breglio, Á. Meadhbh,
D. R. Brigstock, A. Brisson, et al., J. Extracell. Vesicles 2018, 7,
1535750.

[20] M. Gimona, K. Pachler, S. Laner‐Plamberger, K. Schallmoser,
E. Rohde, Int. J. Mol. Sci. 2017, 18, 1190.

[21] P. D. Stahl, G. Raposo, Essays Biochem. 2018, 62, 119.
[22] F. Royo, P. Zuñiga‐Garcia, P. Sanchez‐Mosquera, A. Egia, A. Perez,

A. Loizaga, R. Arceo, I. Lacasa, A. Rabade, E. Arrieta, R. Bilbao,
M. Unda, A. Carracedo, J. M. Falcon‐Perez, J. Extracell. Vesicles 2016, 5,
29497.

[23] A. Zijlstra, D. Di vizio, Nat. Cell Biol. 2018, 20, 228.
[24] R. Xu, D. W. Greening, H.‐J. Zhu, N. Takahashi, R. J. Simpson, J.

Clin. Invest. 2016, 126, 1152.
[25] R. A. Haraszti, R. Miller, M. Stoppato, Y. Y. Sere, A. Coles, M. C. Didiot,

R. Wollacott, E. Sapp, M. L. Dubuke, X. Li, S. A. Shaffer, M. DiFiglia,
Y. Wang, N. Aronin, A. Khvorova, Mol. Ther. 2018, 26, 2838.

[26] K. S. Ng, J. A. Smith, M. P. McAteer, B. E. Mead, J. Ware,
F. O. Jackson, A. Carter, L. Ferreira, K. Bure, J. A. Rowley, B. Reeve,
D. A. Brindley, J. M. Karp, Biotechnol. Bioeng. 2019, 116, 307.

[27] I. L. Colao, R. Corteling, D. Bracewell, I. Wall, Trends Mol. Med.
2018, 24, 242.

[28] R. S. S. Azevedo, J. R. DeSousa, M. T. F. Araujo, A. J. Martins filho,
B. N. Dealcantara, F. M. C. Araujo, M. G. L. Queiroz, A. C. R. Cruz,
B. H. B. Vasconcelos, J. O. Chiang, L. C. Martins, L. Casseb,
E. V. da Silva, V. L. Carvalho, B. Vasconcelos, S. G. Rodrigues,
C. S. Oliveira, J. Quaresma, P. Vasconcelos, Sci. Rep. 2018, 8, 1.

[29] M. Lu, H. Xing, Z. Yang, Y. Sun, T. Yang, X. Zhao, C. Cai, D. Wang,
P. Ding, Eur. J. Pharm. Biopharm. 2017, 119, 381.

[30] J. M. Gudbergsson, K. B. Johnsen, M. N. Skov, M. Duroux,
Cytotechnology 2016, 68, 579.

[31] N. Heath, L. Grant, T. M. DeOliveira, R. Rowlinson,
X. Osteikoetxea, N. Dekker, R. Overman, Sci. Rep. 2018, 8, 5730.

[32] E. Zeringer, T. Barta, M. Li, A. V. Vlassov, Cold Spring Harb. Protoc.
2015, 2015, 319.

[33] K. W. Witwer, I. Buzás, E. I., L. T. Bemis, A. Bora, C. Lässer,
J. Lötvall, E. N. Nolte‐‘t hoen, M. G. Piper, S. Sivaraman, J. Skog,
C. Théry, M. H. Wauben, F. Hochberg, J. Extracell. Vesicles 2013, 2,
20360.

[34] P. Li, M. Kaslan, S. H. Lee, J. Yao, Z. Gao, Theranostics 2017, 7, 789.
[35] P. Vader, E. A. Mol, G. Pasterkamp, R. M. Schiffelers, Adv. Drug

Delivery Rev. 2016, 106, 148.
[36] G. Corso, I. Mäger, Y. Lee, A. Görgens, J. Bultema, B. Giebel,

M. J. A. Wood, J. Z. Nordin, S. El‐Andaloussi, Sci. Rep. 2017, 7,
11561.

[37] R. Linares, S. Tan, C. Gounou, N. Arraud, A. R. Brisson, J. Extracell.
Vesicles 2015, 4, 29509.

[38] A. Cvjetkovic, J. Lötvall, C. Lässer, J. Extracell. Vesicles 2014, 3, 23111.
[39] D. C. Watson, B. C. Yung, C. Bergamaschi, B. Chowdhury, J. Bear,

D. Stellas, A. Morales‐Kastresana, J. C. Jones, B. K. Felber, X. Chen,
G. N. Pavlakis, J. Extracell. Vesicles 2018, 7, 1442088.

[40] K. A. Ruppert, T. T. Nguyen, K. S. Prabhakara,
N. E. Toledano Furman, A. K. Srivastava, M. T. Harting,
C. S. Cox, S. D. Olson, Sci. Rep. 2018, 8, 480.

[41] D. B. Patel, C. R. Luthers, M. J. Lerman, J. P. Fisher, S. M. Jay,
Acta Biomater. 2018, https://doi.org/10.1016/J.ACTBIO.2018.
11.024.

[42] D. C. Watson, D. Bayik, A. Srivatsan, C. Bergamaschi, A. Valentin,
G. Niu, J. Bear, M. Monninger, M. Sun, A. Morales‐Kastresana,
J. C. Jones, B. K. Felber, X. Chen, I. Gursel, G. N. Pavlakis,
Biomaterials 2016, 105, 195.

www.advancedsciencenews.com www.biotechnology-journal.com

Biotechnol. J. 2019, 1800528 1800528 (8 of 10) © 2019 The Authors. Biotechnology Journal Published by Wiley‐VCH Verlag GmbH & Co. KGaA, Weinheim

https://doi.org/10.1016/J.ACTBIO.2018.11.024
https://doi.org/10.1016/J.ACTBIO.2018.11.024


[43] G. Andriolo, E. Provasi, V. Lo Cicero, A. Brambilla, S. Soncin,
T. Torre, G. Milano, V. Biemmi, G. Vassalli, L. Turchetto, L. Barile,
M. Radrizzani, Front. Physiol. 2018, 9, 1169.

[44] E. Bari, S. Perteghella, D. Di Silvestre, M. Sorlini, L. Catenacci,
M. Sorrenti, G. Marrubini, R. Rossi, G. Tripodo, P. Mauri,
M. Marazzi, M. Torre, Cells 2018, 7, 190.

[45] H. G. Lamparski, A. Metha‐Damani, J.‐Y. Yao, S. Patel, D.‐H. Hsu,
C. Ruegg, J.‐B. Le Pecq, J. Immunol. Methods 2002, 270, 211.

[46] A. Y. Jong, C. H. Wu, J. Li, J. Sun, M. Fabbri, A. S. Wayne,
R. C. Seeger, J. Extracell. Vesicles 2017, 6, 1294368.

[47] D. J. Prockop, D.‐K. Kim, H. Nishida, A. K. Shetty, (The Texas A&M
University System) US 2018/0353548 A1, 2018.

[48] D. Kim, H. Nishida, S. Y. An, A. K. Shetty, T. J. Bartosh,
D. J. Prockop, Proc. Natl. Acad. Sci. U. S. A. 2016, 113, 170.

[49] R. Munagala, F. Aqil, J. Jeyabalan, R. C. Gupta, Cancer Lett. 2016,
371, 48.

[50] S. Ju, J. Mu, T. Dokland, X. Zhuang, Q. Wang, H. Jiang, X. Xiang,
Z.‐B. Deng, B. Wang, L. Zhang, M. Roth, R. Welti, J. Mobley,
Y. Jun, D. Miller, H.‐G. Zhang, Mol. Ther. 2013, 21, 1345.

[51] A. Y. Jong, C.‐H. Wu, J. Li, J. Sun, M. Fabbri, A. S. Wayne,
R. C. Seeger, J. Extracell. Vesicles 2017, 6, 1294368.

[52] D. P. Romancino, V. Buffa, S. Caruso, I. Ferrara, S. Raccosta,
A. Notaro, Y. Campos, R. Noto, V. Martorana, A. Cupane,
A. Giallongo, A. d’Azzo, M. Manno, A. Bongiovanni, Biochim.
Biophys. Acta, Gen. Subj. 1862, 2018, 2879.

[53] C. Liu, K. J. Morrow, in Biosimilars of Monoclonal Antibodies: A
Practical Guide to Manufacturing, Preclinical, and Clinical Develop-
ment (Eds: C. Liu, K. J. Morrow), John Wiley & Sons, Inc.,
Hoboken, NJ 2017.

[54] V. Warikoo, R. Godawat, K. Brower, S. Jain, D. Cummings,
E. Simons, T. Johnson, J. Walther, M. Yu, B. Wright, J. McLarty,
K. P. Karey, C. Hwang, W. Zhou, F. Riske, K. Konstantinov,
Biotechnol. Bioeng. 2012, 109, 3018.

[55] T. Chen, F. Arslan, Y. Yin, S. Tan, R. Lai, A. Choo, J. Padmanabhan,
C. Lee, D. P. deKleijn, S. Lim, J. Transl. Med. 2011, 9, 47.

[56] D. Brindley, K. Moorthy, J. H. Lee, C. Mason, H. W. Kim, I. Wall, J.
Tissue Eng. 2011, 2011, 620247.

[57] Y. Fujita, T. Kadota, J. Araya, T. Ochiya, K. Kuwano, J. Clin. Med.
2018, 7, 355.

[58] J. M. Pitt, G. Kroemer, L. Zitvogel, J. Clin. Invest. 2016, 126, 1139.
[59] C. Stanly, I. Fiume, G. Capasso, G. Pocsfalvi, in Unconventional

Protein Secretion: Methods and Protocols (Eds: A. Pompa, F.
DeMarchis), Springer Science+Business Media, New York 2016,
Ch. 18.

[60] G. Pocsfalvi, L. Turiák, A. Ambrosone, P. del Gaudio, G. Puska,
I. Fiume, T. Silvestre, K. Vékey, J. Plant Physiol. 2018, 229, 111.

[61] P. Pérez‐Bermúdez, J. Blesa, J. M. Soriano, A. Marcilla, Eur. J.
Pharm. Sci. 2017, 98, 40.

[62] S. Raimondo, F. Naselli, S. Fontana, F. Monteleone, A. L. Dico,
L. Saieva, G. Zito, A. Flugy, M. Manno, M. A. Di Bella, G. DeLeo,
R. Alessandro, Oncotarget 2015, 6, 19514.

[63] A. Matsuda, T. Patel, in Extracellular RNA: Methods and Protocols
(Ed: T. Patel), Springer Science+Business Media, LLC, New York
2018, Ch. 15.

[64] M. Zhang, E. Viennois, C. Xu, D. Merlin, Tissue Barriers 2016, 4,
1134415.

[65] X. Zhuang, Y. Teng, A. Samykutty, J. Mu, Z. Deng, L. Zhang,
P. Cao, Y. Rong, J. Yan, D. Miller, H.‐G. Zhang, Mol. Ther. 2016,
24, 96.

[66] S. Manca, B. Upadhyaya, E. Mutai, A. T. Desaulniers,
R. A. Cederberg, B. R. White, J. Zempleni, Sci. Rep. 2018, 8, 11321.

[67] Q. Wang, X. Zhuang, J. Mu, Z.‐B. Deng, H. Jiang, L. Zhang,
X. Xiang, B. Wang, J. Yan, D. Miller, H.‐G. Zhang, Nat. Commun.
2013, 4, 1867.

[68] M. Vashisht, P. Rani, S. K. Onteru, D. Singh, Appl. Biochem. Bio-
technol. 2017, 183, 993.

[69] C. Yang, M. Zhang, D. Merlin, J. Mater. Chem. B 2018, 6, 1312.
[70] S. Maji, I. K. Yan, M. Parasramka, S. Mohankumar, A. Matsuda,

T. Patel, J. Appl. Toxicol. 2017, 37, 310.
[71] N. Bitto, M. Kaparakis‐Liaskos, Int. J. Mol. Sci. 2017, 18, 1287.
[72] O. Y. Kim, H. T. Park, N. T. H. Dinh, S. J. Choi, J. Lee, J. H. Kim,

S.‐W. Lee, Y. S. Gho, Nat. Commun. 2017, 8, 626.
[73] O. Y. Kim, S. J. Choi, S. C. Jang, K.‐S. Park, S. R. Kim, J. P. Choi,

J. H. Lim, S.‐W. Lee, J. Park, D. Di Vizio, J. Lo, Y.‐K. Kim, Y. S. Gho,
Nano Lett. 2015, 15, 226.

[74] L. Zhang, Z. Wen, J. Lin, H. Xu, P. Herbert, X.‐M. Wang, J. T. Mehl,
P. L. Ahl, L. Dieter, R. Russell, M. J. Kosinski, C. T. Przysiecki,
Vaccine 2016, 34, 4250.

[75] M. J. H. Gerritzen, D. E. Martens, R. H. Wijffels, L. van derPol,
M. Stork, Biotechnol. Adv. 2017, 35, 565.

[76] M. Serra, B. Cunha, C. Peixoto, P. Gomes‐Alves, P. M. Alves, Curr.
Opin. Chem. Eng. 2018, 22, 226.

[77] A. Mizukami, K. Swiech, Stem Cells Int. 2018, 2018, 4083921.
[78] V. Jossen, C. vanden Bos, R. Eibl, D. Eibl, Appl. Microbiol.

Biotechnol. 2018, 102, 3981.
[79] K. M. Panchalingam, S. Jung, L. Rosenberg, L. A. Behie, Stem Cell

Res. Ther. 2015, 6, 225.
[80] D. B. Patel, M. Santoro, L. J. Born, J. P. Fisher, S. M. Jay, Biotechnol.

Adv. 2018, 36, 2051.
[81] Y. Jeon, M. S. Lee, Y.‐P. Cheon, Dev. Reprod. 2012, 16, 329.
[82] R. B. Koumangoye, A. M. Sakwe, J. S. Goodwin, T. Patel,

J. Ochieng, PLoS One 2011, 6, e24234.
[83] Y. Yuana, L. Jiang, B. H. A. Lammertink, P. Vader, R. Deckers, C. Bos,

R. M. Schiffelers, C. T. Moonen, Int. J. Mol. Sci. 2017, 18, 1610.
[84] H. W. King, M. Z. Michael, J. M. Gleadle, BMC Cancer 2012,

12, 421.
[85] K. Aubertin, A. K. A. Silva, N. Luciani, A. Espinosa, A. Djemat,

D. Charue, F. Gallet, O. Blanc‐Brude, C. Wilhelm, Sci. Rep. 2016, 6,
35376.

[86] J. Li, Y. Lee, H. J. Johansson, I. Mäger, P. Vader, J. Z. Nordin,
O. P. B. Wiklander, J. Lehtiö, M. J. A. Wood, S. El‐Andaloussi, J.
Extracell. Vesicles 2015, 4, 26883.

[87] J. J. Ban, M. Lee, W. Im, M. Kim, Biochem. Biophys. Res. Commun.
2015, 461, 76.

[88] S. E. Emam, H. Ando, A. S. Abu Lila, T. Shimizu, M. Ukawa,
K. Okuhira, Y. Ishima, M. A. Mahdy, F. S. Ghazy, T. Ishida, Biol.
Pharm. Bull. 2018, 41, 733.

[89] G. Lachenal, K. Pernet‐Gallay, M. Chivet, F. J. Hemming, A. Belly,
G. Bodon, B. Blot, G. Haase, Y. Goldberg, R. Sadoul, Mol. Cell.
Neurosci. 2011, 46, 409.

[90] M. Eldh, K. Ekström, H. Valadi, M. Sjöstrand, B. Olsson,
M. Jernås, J. Lötvall, PLoS One 2010, 5, 15353.

[91] M. Lusky, Hum. Gene Ther. 2005, 16, 281.
[92] R. D. Worsham, V. Thomas, S. S. Farid, Biotechnol. J. 2018, 14,

1700740.
[93] A. Wicki, R. Ritschard, U. Loesch, S. Deuster, C. Rochlitz,

C. Mamot, Int. J. Pharm. 2015, 484, 8.
[94] S. Busatto, G. Vilanilam, T. Ticer, W.‐L. Lin, D. Dickson,

S. Shapiro, P. Bergese, J. Wolfram, Cells 2018, 7, 273.
[95] T. Natsume, M. Yoshimoto, ACS Appl. Mater. Interfaces 2014,

6, 3671.
[96] N. Dimov, E. Kastner, M. Hussain, Y. Perrie, N. Szita, Sci. Rep.

2017, 7, 12045.
[97] M. Lin, X.‐R. Qi, in Liposome‐Based Drug Delivery Systems (Eds: W.

L. Lu, X. R. Qi)), Springer‐Verlag GmbH, Germany 2019.
[98] M. Franquesa, M. J. Hoogduijn, E. Ripoll, F. Luk, M. Salih,

M. G. H. Betjes, J. Torras, C. C. Baan, J. M. Grinyó, A. M. Merino,
Front. Immunol. 2014, 5, 525.

www.advancedsciencenews.com www.biotechnology-journal.com

Biotechnol. J. 2019, 1800528 1800528 (9 of 10) © 2019 The Authors. Biotechnology Journal Published by Wiley‐VCH Verlag GmbH & Co. KGaA, Weinheim



[99] A. Gámez‐Valero, M. Monguió‐Tortajada, L. Carreras‐Planella,
M. Franquesa, K. Beyer, F. E. Borràs, Sci. Rep. 2016, 6, 33641.

[100] A. Ghosh, M. Davey, I. C. Chute, S. G. Griffiths, S. Lewis,
S. Chacko, D. Barnett, N. Crapoulet, S. Fournier, A. Joy,
M. C. Caissie, A. D. Ferguson, M. Daigle, M. V. Meli,
S. M. Lewis, R. J. Ouellette, PLoS One 2014, 9, e110443.

[101] M. Kosanović, B. Milutinović, S. Goč, N. Mitić, M. Janković,
Biotechniques 2017, 63, 65.

[102] G. Carta, A. Jungbauer, in Protein Chromatography: Process
Development and Scale‐Up (Eds: G. Carta, A. Jungbauer), Wiley‐
VCH Verlag GmbH & Co. KGaA, Weinheim 2010, Ch. 1.

[103] W. Qu, M. Wang, Y. Wu, R. Xu, Curr. Pharm. Biotechnol. 2015, 16, 684.
[104] B. Kelley, Biotechnol. Prog. 2007, 23, 995.
[105] A. Jungbauer, Trends Biotechnol. 2013, 31, 479.
[106] L. Balaj, N. A. Atai, W. Chen, D. Mu, B. A. Tannous,

X. O. Breakefield, J. Skog, C. A. Maguire, Sci. Rep. 2015, 5, 10266.
[107] M. E. Hung, S. B. Lenzini, D. M. Stranford, J. N. Leonard, in

Extracellular RNA: Methods and Protocols (Ed: T. Patel), Springer
Science+Business Media, LLC, New York 2018, Ch. 9.

[108] S. Tengattini, Chromatographia 2018, 82.
[109] M. Y. Konoshenko, E. A. Lekchnov, A. V. Vlassov, P. P. Laktionov,

BioMed Res. Int. 2018, 2018, 8545347.
[110] T. Yoshida, T. Ishidome, R. Hanayama, Curr. Protoc. Cell. Biol.

2017, 77, 3.45.1.
[111] B. J. Tauro, D. W. Greening, R. A. Mathias, H. Ji, S. Mathivanan,

A. M. Scott, R. J. Simpson, Methods 2012, 56, 293.
[112] S. Mathivanan, J. W. E. Lim, B. J. Tauro, H. Ji, R. L. Moritz,

R. J. Simpson, Mol. Cell. Proteomics 2010, 9, 197.
[113] G. Pocsfalvi, C. Stanly, I. Fiume, K. Vékey, J. Chromatogr. A 2016,

1439, 26.

[114] K. Ueda, N. Ishikawa, A. Tatsuguchi, N. Saichi, R. Fujii,
H. Nakagawa, Sci. Rep. 2014, 4, 6232.

[115] P. Gagni, M. Cretich, L. Benussi, E. Tonoli, M. Ciani, R. Ghidoni,
B. Santini, E. Galbiati, D. Prosperi, M. Chiari, Anal. Chim. Acta
2016, 902, 160.

[116] H. Kalra, C. G. Adda, M. Liem, C.‐S. Ang, A. Mechler, R. J. Simpson,
M. D. Hulett, S. Mathivanan, Proteomics 2013, 13, 3354.

[117] Á. M. Lőrincz, C. I. Timár, K. A. Marosvári, D. S. Veres,
L. Otrokocsi, Á. Kittel, E. Ligeti, J. Extracell. Vesicles 2014, 3,
25465.

[118] M. Bremer, V. Börger, A. Görgens, S. El‐Andaloussi, B. Giebel, J.
Extracell. Vesicles 2018, 7, 59.

[119] Y. Jin, K. Chen, Z. Wang, Y. Wang, J. Liu, L. Lin, Y. Shao, L. Gao,
H. Yin, C. Cui, Z. Tan, L. Liu, C. Zhao, G. Zhang, R. Jia, L. Du,
Y. Chen, R. Liu, J. Xu, X. Hu, Y. Wang, BMC Cancer 2016, 16, 753.

[120] A. Jeyaram, S. M. Jay, AAPS J. 2018, 20, 1.
[121] J. Frank, M. Richter, C. DeRossi, C.‐M. Lehr, K. Fuhrmann,

G. Fuhrmann, Sci. Rep. 2018, 8, 12377.
[122] M. I. Ramirez, M. G. Amorim, C. Gadelha, I. Milic, J. A. Welsh,

V. M. Freitas, M. Nawaz, N. Akbar, Y. Couch, L. Makin, F. Cooke,
A. L. Vettore, P. X. Batista, R. Freezor, J. A. Pezuk,
L. Rosa‐Fernandes, A. C. O. Carreira, A. Devitt, L. Jacobs,
I. T. Silva, G. Coakley, D. N. Nunes, D. Carter, G. Palmisano,
E. Dias‐Neto, Nanoscale 2018, 10, 881.

[123] M. R. G. Kopp, A. Villois, U. Capasso Palmiero, P. Arosio, Ind. Eng.
Chem. Res. 2018, 57, 7112.

[124] M. R. G. Kopp, P. Arosio, J. Pharm. Sci. 2018, 107, 1228.
[125] S. S. Kanwar, C. J. Dunlay, D. M. Simeone, S. Nagrath, Lab Chip

2014, 14, 1891.
[126] Z. Zhao, Y. Yang, Y. Zeng, M. He, Lab Chip 2016, 16, 489.

www.advancedsciencenews.com www.biotechnology-journal.com

Biotechnol. J. 2019, 1800528 1800528 (10 of 10) © 2019 The Authors. Biotechnology Journal Published by Wiley‐VCH Verlag GmbH & Co. KGaA, Weinheim




